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CLAIMS : 

0 A clonod DMA which cont.A,,. a DN/^rh i. 

hyoridiz.,,1* with tho genomic R..A of tho LAV / rustt 0 , , 
fragment of said hybridizablo 0,'!A. 

2. The ONA of claim , W hlch i, a/ocombinnnt of 
»W hybridix.blo ONA or ONA f;-,, omant h / ridlZublo Wlt , 
tho conoiisic RNA of the LAV virus. 

3. Tho DMA of cl.-.in 1 or 2 wh, r /n 5ai( J h ^ di „. 
bio ONA or DfU fragment is a cOKA. 

The 0HA of claim6 , t / whieh contain ^ t ^ 

following re.triction .it,, in t«/ following ord.r , fr0M 
the 3' ond to tho 5' end) : 

Hind III. Sac I. p g i n / LAV 75,. 
5. Tho OH A of claim 4 J ich conUin3 t „, fol 
restriction aito* in tho foiling order : 

Hind HI. Sac I , dVix, Ogl n , Kpn I ( LAV 82 ) 



6. The DNA of claim 4, 
restriction sites in tho 
H j.rtd !!!, .Sac .[ 



containr tho following 
^ 1y ^winn order : 

n. n 0 i ,, ( Kpn r< XHo I( 

R ' :m HI - llL Dgl II ( LAV n,. 

a>. .iaim c irhiun has n si zo of about 

2 < 5 kb , / 

0. Tho OHA/of any of claim. 1 to 7 v,hich centre 
a region corroWding to tho e and U3 ronio „ Qf ^ UR 

woll a. to /the 3' .nd of the coding region o* the 
rotrcviral ONA. J 

9. Tha/ONA ef claim t which ha P „ sij:< , frof(1 about 
9'1 to 9.2 Kb./ 

10. Lo DNA of clair, g which conUina the follow- 
ing aeries oh restriction sitoa : 

Hin6 in „ 

Sa / 1 50 

/ ind 111 520 
/ B,m HI 600 



Pst I 



000 



20 



10 



15 



?0 



25 



30 



Hind III 


1 


100 


n n 1 II 


1 


500 


L* o ii T 




5 0 0 


\< r i n T 


3 


900 


E c o R I 




1 0J0 


P r n ft T 


5 


Vq a 


Sal I 


5/ 


500 


Kpn I 


A 


1 00 


0g l II 


/ 5 


500 


Bgl I I I 


/ 7 


GOO 


kind III 


/ 7 


650 


Darn HI 


/ fl 


1 50 


Xh o I 


/ 8 


600 


Kpn I 


/ 8 


700 


Qgl I 


/ H 8 


750 


D?l I 


///) 9 


1 50 


Sac I 




200 


Minn III 


7 9 


2 r i0 


11. The/ 


DNA ov claim 1 



which contains 
additional Hind/ill approxima toly at the 5 550 coordinate. 

12. A/ DNA fragmont according to claim \ wr.icM 
comprises a / sequence oxtonding -from approximately Knn I 
(6100) to approximately B*m KI (3150) of the sequence Jo- 
fined in cjfaim 1 1 . 

1/*. A DNA fragment according to claim 1 which con- 
prises k sequence extending from approximately Kran : 
(3500) /to approximately Ogl II (0500) of the sequonc* 
defined in claim 11. 

14. A 0NA fragment accordino to claim 1 which cct- 
pris/^s a sequence extending from approximately Pst (8 00) 
to /approximately Kpn I (3500 ) of the sequence definod 1 - 
cl£ i"> 1 1 • 

15. A DNA fragmont of claim 1 which codes for 
Snveloppii proteins. 

15. A DNA fragmont of claim 1 which codes for t - <? 
retroviral polymerase . 



10 



15 



21 



codes 



th» coro 



detection of lav 
0 any of claims i to 



QjJ A DMA fragmont which 
Proteins. 

,8 - A Oro> ™ for the >n 

which consists of a DM a * 

r a DNA according 

1 3. An expression vect^V 
*« the U a ,, fO r, ltl0 n of 2^ r : Qt PartlC ° larly " Pi ° Smid ' 
^ieh contain, an in.rfd<o nii , ^ ° UCary " tic «U« 

fridizabie with * h « fra omont h y - 

fragment of cJk^ls!" ^ Clatm " WhlCh eont!,in * the ona 
ell whi^r i, tr.„ i#orBld by , v . e ' y r 0tlC " ^«'Votie 
tf ^r,Mpon.l„ 8 ONA , ragm9nt . P8l ^Pt*«. onco. M by 

s^es fr™ 9 ., to 9i2 „ b ° f viru »» which have 
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25 




30 
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